. They isolated the ectoplacental cone region of mouse conceptuses at embryonic day 7.5 (E7.5) and mature E17.5 placentas, and performed subtractive hybridization to generate two pools of cDNA, enriched for genes specific for E7.5 or 17.5. They then used these cDNA probes to screen microarrays containing 25,000 I.M.A.G.E. cDNA clones, and identified 488 clones with the E7.5-specific probe and 150 with the E17.5-specific probe. Over half of these correspond to genes not previously associated with placental development. Differential expression of several of the genes was confirmed by in situhybridization analysis. In addition to identifying a large number of genes differentially expressed in extraembryonic tissues, this study shows the power of combining cDNA subtraction and microarray hybridization techniques.
